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Method - Iterative Convolution

Image Source: Wikipedia - Pyramid (image processing)



Method - Iterative Convolution
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Method - Negative Space
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Method - Enveloped Initialization 



Method - Optimization Loss Function



Method - Fit Results Clustering and Filtering
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Method - Tabular Browser for Fit Result Clusters



Method - Spatial Browser for Fit Result Clusters



Result - Use Case 1: Fit a single structure in sec
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Result - Use Case 2: Composite multiple structures in min
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